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New tools and methods 
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Wild boar (Sus scrofa) is arguably one of the most problematic species globally. The growth in numbers, 
coupled with the impact on natural ecosystems, agriculture and human activities, has prompted the 
implementation of intensive population control measures. Reducing wild boar numbers has become 
even more pressing as African swine fever spreads. This has resulted in an increased demand for 
intervention strategies to effectively address population reduction while ensuring efficiency and 
alignment with evolving animal welfare concerns. Therefore, we initiated a study which aims to 
evaluate and compare efficiency and animal welfare in three different trapping systems: modular trap, 
stationary trap, and net trap. The study has been carried out in the Presidential Estate of Castelporziano 
(Rome, Italy), a 6,000 ha large fenced area characterized by a Mediterranean environment and large 
biodiversity. The experimental design entailed the partitioning of the area into 3 subzones, which 
served as replications of the experiment. In each subzone, 4 units of each trap model were randomly 
deployed, for a total of 36 trapping sites throughout the 3 replications. A total of 50 successful trapping 
events were achieved between August and September 2024, resulting in a total capture of 154 wild 
boar (recaptures included). Following their capture, wild boar were marked, weighed, checked for the 
presence of injuries, and then released. 

We used 3 camera traps to monitor each trap and determine the number of wild boar attracted, the 
composition of groups, and animal behaviour. Subsequently, the efficiency of each trap was determined 
by calculating the ratio of wild boar captured to the total number of wild boar present in the area. This 
ratio represents the actual trap's ability to successfully capture all animals that visited it during the 
conditioning phase. To investigate the variations in animal welfare among the 3 trap types, we 
conducted a comparative analysis of the impact of the trapping event on wild boar. We documented 
and assessed injuries and classified them into 11 classes according to severity.  

The net trap exhibited a higher relative efficiency (0.90) than for the stationary trap (0.45) and modular 
trap (0.35), which is likely attributable to the distinctive operational characteristics and configuration 
of this trapping system. The incidence of damage was recorded in 41.3% of the animals trapped in 
stationary traps, 78.3% in the modular traps, and 0.0% in the net traps, respectively. The preliminary 
results indicate that the use of net traps represents an efficient and humane approach to the 
management of wild boar populations. Nevertheless, further data is required to reinforce this 
hypothesis and establish a functional protocol to enhance the efficacy of live trapping. 
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Taxonomy and genetics  
Vanishing beasts: the conservation of African rhinoceros 
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Molecular tools are used for the assessment and monitoring of biodiversity which aid in conservation 
decisions and management. Recent developments in molecular methods have allowed researchers to 
analyse species at a genetic and/or genomic level. The level of analysis will depend on the available 
resources, funding, training, and access to technologies. In some countries/institutions, traditional 
genetic data such as microsatellites are still utilised in conservation decisions and in others advanced 
technologies that produce genome data for species are incorporated into management. 
Genetic/genomic information can answer a variety of research questions at either a higher 
evolutionary level or at phylogeographic, phylogenetic or population level. In this contribution, black 
rhinoceros is used as a case study to illustrate how genetic and genomic information can complement 
each other in conservation management. Genetic (microsatellites and mitochondrial DNA) data for 
black rhinoceros showed erosion of genetic diversity across the distributional range of the species and 
several evolutionarily significant units (ESUs) have been identified for the species. Data also showed 
that genome level analysis often identified finer scale patterns that were not observed using traditional 
markers such as mitochondrial DNA or microsatellite data, but the overall patterns of diversity were 
supported by all marker types. In addition, genomic data provided further information regarding 
inbreeding and genetic load. These genetic/genomic results should be implemented in future 
conservation actions for the species. 
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